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Limitations of Existing Evaluation Methods

• Dependence on flat metrics ㏙e.g., Top㎿k Accuracy㏚.

• Limited to a binary determination of diagnosis inclusion.

• Verification relies heavily on LLM㎿based evaluators.

near㎿miss distant㎿error



Our framework consists of two steps: 
㏙i㏚ a mapping pipeline that combines embedding㎿based retrieval with 
LLM reranking for high㎿accuracy conversion from free㎿text diagnoses 
to the ICD㎿10 codes.

㏙ii㏚ the Hierarchical DDx F1 ㏙HDF1㏚ metric that p
erforms set㎿based comparisons using ancestral 
code expansion within the ICD㎿10 taxonomy.
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The Hierarchical DDx F1 ㏙HDF1㏚ metric that performs set㎿based comparisons using ancestral code expansion wit
hin the ICD㎿10 taxonomy.

!𝐶!

𝐶!



Ranking Shift



Hierarchical Error Analysis
Performance Analysis Leveraging ICD㎿10 Hierarchy



Conclusion
• Moves beyond binary accuracy by capturing clinically meaningful, hierarchical correctness.
• Highlights near㎿miss diagnoses that traditional metrics overlook.

Future Works
• Validation on real-world EHRs
• Integration of richer clinical ontologies (e.g., SNOMED-CT)
• Extension to multi-turn diagnostic agents
• Correlation with physician evaluations 




